Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.004 Å; R factor = 0.060; wR factor = 0.174; data-to-parameter ratio = 16.8.
In the title thiourea derivative, C 16 H 17 N 3 OS, the hydroxy-and methyl-substituted benzene rings form dihedral angles of 9.62 (12) and 55.69 (6) , respectively, with the central CN 3 S chromophore (r.m.s. deviation = 0.0117 Å ). An intramolecular O-HÁ Á ÁN hydrogen bond ensures the coplanarity of the central atoms. The H atoms of the NH groups are syn and the conformation about the N C double bond [1.295 (4) Å ] is E. In the crystal, helical supramolecular chains sustained primarily by N-HÁ Á ÁS hydrogen bonds are found. Additional stabilization is provided by C-HÁ Á Á and -[ring centroid(hydroxybenzene)Á Á Áring centroid(methylbenzene) = 3.8524 (18) Å ] interactions.
Related literature
For pharmaceutical applications of thioruea derivatives, see: Venkatachalam et al. (2004) ; Bruce et al. (2007) . For related thiourea structures, see: Normaya et al. (2011) ; Salam et al. (2011) ; Dzulkifli et al. (2011) Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C10-C15 ring.
Symmetry code: (i) Àx þ 1; y þ 1 2 ; Àz þ 1 2 .
Data collection: CrysAlis PRO (Agilent, 2010); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010 ).
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Comment
In continuation of structural investigations into the conformation and hydrogen bonding patterns in thiourea derivatives (Normaya et al. 2011; Salam et al., 2011; Dzulkifli et al., 2011) , and also motivated by their pharmacological potential (Venkatachalam et al. 2004; Bruce et al., 2007) , the title compound, (I), was investigated. 2011 ; Salam et al., 2011; Dzulkifli et al., 2011) .
Helical supramolecular chains along the b axis dominate the crystal packing, Fig. 2 and Table 1 . These arise as a result of the thione-S interacting with both N-H atoms of a neighbouring molecule thereby forming six-membered hydrogen bond mediated rings. Chains are stabilized by C-H..π, Table 1 , and π-π [ring centroid(C1···C6)···ring centroid(C10···C15) i = 3.8524 (18) Å, dihedral angle = 2.37 (15) ° for i: 1 -x, -1/2 + y, 1/2 -z] interactions, Fig. 3 .
Experimental 2-Methylphenylisothiocyanate (0.746 g, 5 mmol) and hydrazine hydrate (0.253 g, 5 mmol), each dissolved in 10 ml e thanol, were mixed with constant stirring. The stirring was continued for 30 min and the white product formed was washed with ethanol and dried in vacuo. A solution of the isolated 2-methylphenylthiosemicarbazide (0.540 g, 3 mmol) in 10 ml me thanol was then refluxed with a methanolic solution of 2-hydroxyacetophenone (0.408 g, 3 mmol) for 5 h after adding 1-2 drops of glacial acetic acid. On cooling, the solution to room temperature, a light-yellow powder separated and washed with methanol. The powder was recrystallized from methanol and dried in vacuo over silica gel. 
Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H = 0.98 to 1.00 Å) and were included in the refinement in the riding model approximation, with U iso (H) set to 1.2-1.5U eq (C). The O-and N-bound H-atoms were located in a difference Fourier map and were refined with distance restraints of O-H = 0.84±0.01 Å and N-H 0.88±0.01 Å, and with U iso (H) = yU eq (parent atom) for y = 1.5 (O) and 1.2 (N). Fig. 1 . The molecular structure of (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.46230 (5) 0.24817 (10) 0.38597 (5) 0.0188 (2) 
